MSA: Troponin |

CLSI EP17-A2 - Appendix D (generated data to achieve given Mean/SD for each pool)

Filter: No filter

Last updated 10 September 2026 at 14:23 by Analyse-it Software, Ltd.
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Precision
ID Mean SD cv
Pool 1 0.040 0.016 40.0%
Pool 2 0.053 0.016 30.2%
Pool 3 0.080 0.016 20.0%
Pool 4 0.111 0.017 15.3%
Pool 5 0.137 0.014 10.2%
Pool 6 0.164 0.012 7.3%
Pool 7 0.190 0.011 5.8%
Pool 8 0.214 0.016 7.5%
Pool 9 0.245 0.013 5.3%
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Troponin | (ng/mL)
Model |Constant variance function
Equation [0? = R0
Parameter |

Bol 2.15889E-04

-Loglikelihood | 27.818
Uminimum 004
Umaximum 025
Inverse Prediction
cv | U
10.0%| 0.15
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CLSI EP17-A2 - Appendix D (generated data to achieve given Mean/SD for each pool)

Filter: No filter

Last updated 10 September 2026 at 14:23 by Analyse-it Software, Ltd.
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— G2 = 30

Precision
ID Mean SD cv
Pool 1 0.041 0.018 43.9%
Pool 2 0.047 0.014 29.8%
Pool 3 0.077 0.012 15.6%
Pool 4 0.106 0.019 17.9%
Pool 5 0.136 0.016 11.8%
Pool 6 0.159 0.015 9.4%
Pool 7 0.182 0.015 8.2%
Pool 8 0.205 0.016 7.8%
Pool 9 0.234 0.014 6.0%
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Troponin | (ng/mL)
Model |Constant variance function
Equation [0? = R0
Parameter |
Bol 2.42556E-04
-Loglikelihood | 23.926
Uminimum 004
Umaximum 023

Inverse Prediction

cv | U

10.0%| 0.16
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